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H38 TEKLSFGANG NKVNITSDTK GLNFAKETAG TNGDTTVHLN 

P20 TEKLSFGANG NKVNITSDTK GLNFAKETAG TNGDPTVHLN 

Z24 91 TEKLSFGANG KKVNIISDTK GLNFAKETAG TNGDTTVHLN 
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EG327 DFVRTYDTVE FLSADTKTTT VNVESKDNGK RTEVKIGAKT 

BZ198 DFVRTYDTVE FLSADTKTTT VNVESKDNGK KTEVKIGAKT 

BZIO DFVRTYDTVE FLSADTKTTT VNVESKDNGK RTEVKIGAKT 

H15 DFVRTYDTVE FLSADTKTTT VNVESKDNGK KTEVKIGAKT 

EG32 9 DFVRTYDTVE FLSADTKTTT VNVESKDNGK KTEVKIGAKT 

PMC21 DFVRTYDTVE FLSADTKTTT VNVESKDNGK KTEVKIGAKT 

H38 DFVHTYDTVE FLSADTKTTT VNVESKDNGK RTEVKIGAKT 

P20 DFVRTYDTVE FLSADTKTTT VNVESKDNGK RTEVKIGAKT 

Z24 91 DFVRTYDTVE FLSADTKTTT VNVESKDNGK RTEVKIGAKT 

H41 DFVRTYDTVE FLSADTKTTT VNVESKDNGK KTEVKIGAKT 

Consensus DFV-TYDTVE FLSADTKTTT VNVESKDNGK -TEVKIGAKT 
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EG327 VKEGDVTNVA QLKGVAQNLN NHIDNVDGNA RAGIAQAIAT AGLVQAYLPG 

BZ198 VKEGDVTNVA QLKGVAQNLN NRIDNVDGNA RAGIAQAIAT AGLVQAYLPG 

B210 VKEGDVTNVA QLKGVAQNLN NRIDNVDGNA RAGIAQAIAT AGLAQAYLPG 

HIS VKEGDVTNVA QLKGVAQNLN NRIDNVDGNA RAGIAQAIAT AGLAQAYLPG 

EG32 9 VKEGDVTNVA QLKGVAQNLN NRIDNVDGNA RAGIAQAIAT AGLVQAYLPG 

PMC21 VKEGDVTNVA QLKGVAQNLN NRIDNVDGNA RAGIAQAIAT AGLVQAYLPG 

H38 VKEGDVTNVA QLKGVAQNLN NRIDNVDGNA RAGIAQAIAT AGLVQAYLPG 

P2 0 VKEGDVTNVA QLKGVAQNLN NRIDNVNGNA RAGIAQAIAT AGLAQAYLPG 

Z24 91 VKEGDVTNVA QLKGVAQNLN NRIDNVDGNA RAGIAQAIAT AGLVQAYLPG 

H4I VKEGDVTNVA QLKGVAQNLN NRIDNVNGNA RAGIAQAIAT AGLVQAYLPG 

Consensus VKEGDVTNVA QLKGVAQNLN N-IDNV-GNA RAGIAQAIAT AGL-QAYLPG 
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ATGAACAAAA TATACCGCAT CATTTGGAAT AGTGCCCTCA ATGCCTGGGT CGTCGTATCC GAGCTCACAC 
P20 ATGAACAAAA TATACCGCAT CATTTGGAAT AGTGCCCTCA ATGCCTGGGT AGTCGTATCC GAGCTCACAC 
H38 ATGAACAAAA TATACCGCAT CATTTGGAAT AGTGCCCTCA ATGCCTGGGT CGCCGTATCC GAGCTCACAC 
Z2491 ATGAACAAAA TATACCGCAT CATTTGGAAT AGTGCCCTCA ATGCCTGGGT CGCCGTATCC GAGCTCACAC 
H41 ATGAACAAAA TATACCGCAT CATTTGGAAT AGTGCCCTCA ATGCCTGGGT CGCCGTATCC GAGCTCACAC 
EG329 ATGAACGAAA TATTGCGCAT CATTTGGAAT AGCGCCCTCA ATGCCTGGGT CGTTGTATCC GAGCTCACAC 
PMC21 ATGAACAAAA TATACCGCAT CATTTGGAAT AGTGCCCTCA ATGCATGGGT CGTCGTATCC GAGCTCACAC 
EG327 ATGAACAAAA TATACCGCAT 'CATTTGGAAT AGTGCCCTCA ATGCCTGGGT CGCCGTATCC GAGCTCACAC 
Consensus ATGAAC-AAA TAT— C GCAT CATTTGGAAT AG-GCCCTCA ATGC-TGGGT -G— GTAT CC GAGCTCAcar 

' CI ~ ' ' 



140 

HIS GCTVACCACAC CAAACGCGCC TCCGCAACCG TGGCGACCGC CGTATTGGCG ACACTGTTGT TTGCAACGGT 

BZIO GCAACCACAC CA7UVCGCGCC TCCGCAACCG TGGCGACCGC CGTATTGGCG ACACTGTTGT TTGCAACGGT 

BZ198 GCAACCACAC CAAACGCGCC TCCGCAACCG TGGCGACCGC CGTATTGGCG ACACTGTTGT TTGCAACGGT 

P2 0 GCAACCACAC CAAACGCGCC TCCGCAACCG TGGCGACCGC CGTATTGGCG ACACTGCTGT CCGCAACGGT 

H38 GCAACCACAC CAAACGCGCC TCCGCAACCG TGAAGACCGC CGTATTGGCG ACGCTGTTGT TTGCAACGGT 

Z2491 GCAACCACAC CAAACGCGCC TCCGCAACCG TGAAGACCGC CGTATTGGCG ACACTGTTGT TTGCAACGGT 

H41 GCAACCACAC CAAACGCGCC TCCGCAACCG TGAAGACCGC CGTATTGGCG ACACTGTTGT TTGCAACGGT 

EG329 GCAACCACAC CAAACGCGCC TCCGCAACCG TGAAGACCGC CGTATTGGCG ACTCTGTTGT TTGCAACGGT 

PMC21 GCAACCACAC CAAACGCGCC TCCGC7VACCG TGAAGACCGC CGTATTGGCG ACTCTGTTGT TTGCAACGGT 

EG327 GCAACCACAC CAAACGCGCC TCCGCAACCG TGGCGACCGC CGTATTGGCG ACACTGTTGT TTGCAACGGT 
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BZ198 TCAGGCGAAT GCTACCGATG ACGAC GATTTA TATTTAGAAC CCGTACAACG CACTGCTGTC 

P20 TCAGGCGAAT GCTACCGATA CCGAT GAAGATGAA GAGTTAGAAT CCGTAGCACG CTCTGCTCTG 

H38 TCAGGCGAAT GCTACCGATG AAGAT GAAGAAGAA GAGTTAGAAC CCGTAGTACG CTCTGCTCTG 

Z2491 TCAGGCGAAT GCTACCGATG AAGAT GAAGAAGAA GAGTTAGAAT CCGTACAACG CTCTGTCGTA 

H41 TCAGGCGAAT GCTACCGATG AAGAT GAAGAAGAA GAGTTAGAAT CCGTACAACG CTCTG. . . TC 

EG32 9 TCAGGCAAGT GCTAACAATG AAGAGCAAGA AGAAGATTTA TATTTAGACC CCGTGCTACG CACTGTTGCC 

PMC21 TCAGGCAAGT GCTAACAATG AAGAGCAAGA AGAAGATTTA TATTTAGACC CCGTACAACG CACTGTTGCC 

EG327 TCAGGCGAGT ACTACCGATG ACGAC GATTTA TATTTAGAAC CCGTACAACG CACTGCTGTC 

Consensus TCAGGC-A-T -CTA-C-AT- — GA GA A -A-TTAGA — CCGT ACG C-CTG 
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AGTTACCCTC 
AATCACCCTC 
AATCACCCTC 
AATCACCCTC 
— T-ACCCTC 



VI 



AAAGCCGGCG 
AAAGCCGGCG 
AAAGCCGGCG 
AAAGCCGGCG 
AAAGCCGGCG 
AAAGCCGGCG 
/AAAGCCGGCG 
AAAGCCGGCG 
AAAGCCGGCG 
AAAGCCGGCG 
AAAGCCGGCG 



350 

ACAACCTGAA 
ACAACCTGAA 
ACAACCTGAA 
ACAACCTGAA 
ACAACCTGAA 
ACAACCTGAA 
ACAACCTGAA 
ACAACCTGAA 
ACAACCTGAA 
ACAACCTGAA 
ACAACCTGAA 



C2 



351 

7VATCAAACAA 
AATCAAACAA 
AATCAAACAA 
AATCAAACAA 
AMCAAACAA 
AATCAAACAA 
AATCAAACAA 
AATCAAACAA 
AATCAAACAA 
AATCAAACAA 
AATCAAACAA 



C2 



AACACCAATG AAAACACCAA TGAAAACACC AATGACAGTA GCTTCACCTA 
AACACCAATG AAAACACCAA TGAAAACACC AATGACAGTA GCTTCACCTA 

AACACCAATG AAAACACC T^GACAGTA GCTTCACCTA 

AGCGGCAA7VG A CTTCACCTA 

AACACCAATA AAAACACCAA TGAAAACACC AATGACAGTA GCTTCACCTA 

AACACCAATG AAAACACC AATGCCAGTA GCTTCACCTA 

AACACCAATG AAAACACC AATGCCAGTA GCTTCACCTA 

AAC G GCACAA ACTTCACCTA 

AAC G GCACAA ACTTCACCTA 

AACACCAATG 7VAAACACC AATGCCAGTA GCTTCACCTA 

A-C r CTTCACCTA 

V2 



420 

CTCCCTGAAA 
CTCCCTGAAA 
CTCCCTGAAA 
CTCGCTGAAA 
CTCGCTGAAA 
CTCGCTGAAA 
CTCGCTGAAA 
CTCGCTGAAA 
CTCGCTGAAA 
CTCGCTGAAA 
CTC-CTGAAA 



C3 



FIG. 2E> 




8/31 



HIS 
BZIO 
BZ198 

P20 

H38 
Z2491 

H41 
EG329 
PMC21 
EG327 
Consensus 



HIS 
BZIO 
BZ198 

P20 

H38 
Z2491 

H41 
EG329 
PMC21 
EG327 
Consensus 



421 

AAAGACCTCA 
A7VAGACCTCA 
AAAGACCTCA 
AAAGAGCTGA 
AAAGACCTCA 
AAAGACCTCA 
AAAGACCTCA 
AAAGACCTCA 
AAAGACCTCA 
AAAGACCTCA 
AAAGA-CT-A 



CAGATCTGAC 
CAGATCTGAC 
CAGATCTGAC 
AAGACCTGAC 
CAGATCTGAC 
CAGGCCTGAT 
CAGGCCTGAT 
CAGATCTGAC 
CAGATCTGAC 
CAGATCTGAC 
-AG — CTGA- 



GAGTGTTG7VA 
CAGTGTTGAA 
CAGTGTTGAA 
CAGTGTTGAA 
CAGTGTTG7VA 
CAATGTTGAA 
CAATGTTGAA 
CAGTGTTGGA 
CAGTGTTGGA 
CAGTGTTGGA 
CA-TGTTG-A 



ACTGAAAAAT 
ACTGAAAAAT 
ACTGAAAAAT 
ACTGAAAAAT 
ACTGAAAAAT 
ACTGAAAAAT 
ACTGAAA7\AT 
ACTGAAAAAT 
ACTG7VAAAAT 
ACTGAAAAAT 
ACTGAAAAAT 



TATCGTTTGG 
TATCGTTTGG 
TATCGTTTGG 
TATCGTTTGG 
TATCGTTTGG 
TATCGTTTGG 
TATCGTTTGG 
TATCGTTTAG 
TATCGTTTAG 
TATCGTTTAG 
TATCGTTT-G 



CGCAAACGGT 
CGCAAACGGT 
CGCAAACGGT 
CGCAAACGGT 
CGCAAACGGC 
CGCAAACGGC 
CGCAAACGGC 
CGCAAACGGC 
CGCAAACGGC 
CGCAAACAGC 
CGCAAAC-G- 



490 

AATAAAGTCA 
AATAAAGTCA 
AATAAAGTCA 
AATAAAGTCA 
AATAAAGTCA 
AAGAAAGTCA 
AAGAAAGTCA. 
AATAAAGTCA 
AATAAAGTCA 
AATAAAGTCA 
AA-AAAGTCA 



491 

ACATCACAAG 
ACATCACAAG 
ACATCACAAG 
ACATCACAAG 
ACATCACAAG 
ACATCATAAG 
ACATCATAAG 
ACATCACAAG 
ACATCACAAG 
ACATCACAAG 
ACATCA-AAG 



CGACACCAAA 
CGACACCAAA 
CGACACCAAA 
CGACACCAAA 
CGACACCAAA 
CGACACCAAA 
CGACACCAAA 
CGACACCAAA 
CGACACCAAA 
CGACACCAAA 
CGACACCAAA 



GGCTTGA7VTT 
GGCTTGAATT 
GGCTTGAATT 
GGCTTGAATT 
GGCTTGAATT 
GGCTTGAATT 
GGCTTG7VATT 
GGCTTGAATT 
GGCTTGAATT 
GGCTTGAATT 
GGCTTGAATT 



C3 



TTGCG7VAAGA 
TTGCGAAAGA 
TTGCGAAAGA 
TTGCGAAAGA 
TCGCGAAAGA 
TCGCGAAAGA 
TCGCG7VZAGA 
TTGCGAT^GA 
TTGCGAAAGA 
TCGCGAAAAA 
T-GCGAAA-A 



AACGGCTGGG 
AACGGCTGGG 
AACGGCTGGG 
AACGGCTGGG 
AACGGCTGGG 
AACGGCTGGG 
AACGGCTGGG 
AACGGCTGGG 
AACGGCTGGG 
AACGGCTGAG 
AACGGCTG-G 



ACGAACGGCG 
ACGAACGGCG 
ACGAACGGCG 
ACGAACGGCG 
ACGAACGGCG 
ACGAACGGCG 
ACGAACGGCG 
ACGAACGGCG 
ACGAACGGCG 
ACGAACGGCG 
AC-AACGGCG 



560 

ACCCCACGGT 
ACCCCACGGT 
A-CCCCACGGT 
.ACCCCACGGT 
.ACACCACGGT 
A.CACCACGGT 
A.CACCACGGT 
ACACCACGGT 
ACACCACGGT 
ACACCACGGT 
AC-CCACGGT 



C3 



HIS 
BZIO 
BZ198 

P20 

H38 
Z2491 

H41 
EG329 
PMC21 
EG327 
Consensus 



5 61 

TCATCTGAAC 
TCATCTGAAC 
TCATCTGAAC 
TCATCTGAAC 
TCATCTGAAC 
TCATCTGAAC 
TCATCTGAAC 
TCATCTGAAC 
TCATCTGAAC 
TCATCTGAAC 
TCATCTGAAC 



GGTATCGGTT 
GGTATCGGTT 
GGTATCGGTT 
GGTATCGGTT 
GGTATTGGTT 
GGTATCGGTT 
GGTATCGGTT 
GGTATTGGTT 
GGTATTGGTT 
GGTATCGGTT 
GGTAT-GGTT 



CGACTTTGAC 
CGACTTTGAC 
CGACTTTGAC 
CGACTTTGAC 
CGACTTTGAC 
CGACTTTGAC 
CGACTTTGAC 
CGACTTTGAC 
CGACTTTGAC 
CGACTTTGAC 
CGACTTTGAC 



CGATACGCTG 
CGATACGCTG 
CGATACGCTG 
CGATACGCTT 
CGATACGCTG 
CGATACGCTT 
CGATATGCTG 
CGATACGCTG 
CGATACGCTG 
CGATACGCTG 
CGATA-GCT- 



CTGAATACCG 
CTGAATACCG 
CTGAATACCG 
GCGGGTTCTT 
CTGAATACCG 
GCGGGTTCTT 
CTGAATACCG 
CTGAATACCG 
CTGAATACCG 
CTGAATACCG 
— G — T-C — 



GAGCGACCAC 
GAGCGACCAC 
GAGCGACCAC 
CTGCTTCTCA 
GAGCGACCAC 
CTGCTTCTCA 
GAGCGACCAC 
GAGCGACCAC 
GAGCGACCAC 
GAGCGACCAC 
— GC — C 



630 

AAACGTAACC 
AAACGTAACC 
AAACGTAACC 
CGTTGATGCG 
AAACGTAACC 
CGTTGATGCG 
AAACGTAACC 
AAACGTAACC 
AAACGTAACC 
AAACGTAACC 
G C- 



C3 



V3 



FIG. 20 
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HIS 
- BZIO 
. BZ198 

P20 

H38 
Z2491 

H41 

. .,EG329 
'^PMCil 
EG327 
Consensus 



631 

AACGACAACG 
AACGACAACG 
AACGACAACG 
GGTAACCAAA 
AACGACAACG 
GGTAACCAAA 
AACGACAACG 
AACGACAACG 
AACGACAACG 
AACGACAACG 
AC-A — 



TTACCGATGA 
TTACCGATGA 
TTACCGATGA 
GTACACATTA 
TTACCGATGA 
GTACACATTA 
TTACCGATGA 
TTACCGATGA 
TTACCGATGA 
TTACCGATGA 
-TAC — AT-A 



CGAGAAAAAA 
CGAGAAAAAA 
CGAGAAAT^AA 

C ACT 

CAAGAAAAAA 

C ACT 

CGAGAAAAAA 
CGAGAAAAAA 
CGAGAAAAAA 
CGAGAA7U\AA 
C A~ 



CGTGCGGCAA 
CGTGCGGCAA 
CGTGCGGCAA 
CGTGCAGCAA 
CGTGCGGCAA 
CGTGCAGCAA 
CGTGCGGCAA 
CGTGCGGCAA 
CGTGCGGCAA 
CGTGCGGCAA 
CGTGC-GCAA 



V3 



GGGTTAAAGA 
GCGTTAAAGA 
GCGTTAA/^GA 
GTATTAAGGA 
GCGTTAAAGA 
GTATTAAGGA 
GCGTTAAAGA 
GCGTTAAAGA 
GCGTTAAAGA 
GCGTT7VAAGA 
G— TTAA-GA 



CGTATTAAAC 
CGTATTAAAC 
CGTATTAAAC 
TGTGTTGAAT 
CGTATTAAAC 
TGTGTTGAAT 
CGTATTAAAC 
CGTATTAAAC 
CGTATTAAAC 
CGTATTAAAC 
-GT-TT-AA- 



700 

GCAGGCTGGA 
GCAGGCTGGA 
GCAGGCTGGA 
GCGGGTTGGA 
GCAGGCTGGA 
GCGGGTTGGA 
GCAGGCTGGA 
GCTGGCTGGA 
GCTGGCTGGA 
GCAGGCTGGA 
GC-GG-TGGA 



C4 



701 

HIS ACATTAAAGG CGTTAAACCC 

BZIO ACATTAAAGG CGTTAAACCC 

BZ198 ACATTT^AAGG CGTTAAACCC 

P20 ATATTAAGGG TGTTA7VAACT 

H38 ACATTAAAGG CGTTAAACCC 

Z2491 ATATTAAGGG TGTTAAAACT 

H41 ACATTAAAGG CGTTAAACCC 

EG329 ACATTAAAGG CGTTAAACCC 

PMC21 ACATTAAAGG CGTTAAACCC 

EG327 ACATTAAAGG CGTTAAACCC 

Consensus A-ATTAA-GG -GTTAAA-C- 



C4 



GGTACAACAG CT TC CGATAACGTT GATTTCGTCC 

GGTACAACAG CT TC CGATAACGTC GATTTCGTCC 

GGTACAACAG CT TC CGATAACGTT GATTTCGTCC 

GGCTCAACAA CTGGTC7ATC AGAAAATGTC GATTTCGTCC 

GGTACAACAG CT TC CGATA7\CGTT GATTTCGTCC 

GGCTCAACAA CTGGTCAATC AGAAAATGTC GATTTCGTCC 

GGTACAACAG CT TC CGATAACGTT GATTTCGTCC 

GGTACAACAG CT TC CGATAACGTT GATTTCGTCC 

GGTACAACAG CT TC CGATAACGTT GATTTCGTCC 

GGTACAACAG CT TC CGATAACGTT GATTTCGTCC 

GG — CAACA- CT TC -GA-AA-GT- GATTTCGTCC 



V4 



C5 



770 

GCACTTACGA 
GCACTTACGA 
GCACTTACGA 
GCACTTACGA 
ACACTTACGA 

gcacttacga 
gcacttacga 
gcacttacga 
gcacttacga 
gcacttacga 
-cacttacg;\ 



HIS 
BZIO 
BZ198 

P20 

H38 
Z2491 

H41 
EG329 
PMC21 
EG327 
Consensus 



771 

CACAGTCGAG 
CACAGTCGAG 
CACAGTCGAG 
CACAGTCGAG 
CACAGTCGAG 
CACAGTCGAG 
CACAGTCGAG 
CACAGTCGAG 
CACAGTCGAG 
CACAGTCGAG 
CACAGTCGAG 



TTCTTGAGCG 
TTCTTGAGCG 
TTCTTGAGCG 
TTCTTGAGCG 
TTCTTGAGCG 
TTCTTGAGCG 
TTCTTGAGCG 
TTCTTG7VGCG 
TTCTTGAGCG 
TTCTTGAGCG 
TTCTTGAGCG 



cagatacgaa 
cagatacgaa 
cagat7w:gaa 
cagatacgaa 
cagatacgaa 
cagatacgaa 
cagatacgaa 
cagatacgaa 

CAGATACGAA 
CAGATACGAA 
CAGATACGAA 



AACAACGACT 
AACAACGACT 
AACAACGACT 
AACAACGACT 
AACAACGACT 
AACAACGACT 
AACAACGACT 
AACAACGACT 
AACAACGACT 
AACAACGACT 
AACAACGACT 



GTTAATGTGG 
GTTAATGTGG 
GTTAATGTGG 
GTTAATGTGG 
GTTAATGTGG 
GTTAATGTGG 
GTTJATGTGG 
GTTAATGTGG 
GTTAATGTGG 
GTTAATGTGG 
GTTJATGTGG 



C5 



AAAGCAAAGA 
AAAGCAAAGA 
AAAGCAAAGA 
AAAGCAAAGA 
AAAGCAAAGA 
AAAGCA7AGA 
AAAGCAAAGA 
AAAGCAAAGA 
AAAGCAAAGA 
AAAGCAAAGA 
AAAGCAAAGA 



840 

CAACGGCAAG 
CAACGGCAAG 
CAACGGCAAG 
CAACGGCAAG 
CAACGGCAAG 
CAACGGCAAG 
CAACGGCAAG 
CAACGGCAAG 
CAACGGCAAG 
CAACGGCAAG 
CAACGGCAAG 



HIS 
. BZIO 
BZ198 

P20 

H38 
Z2491 

H41 
EG329 
PMC21 
EG327 
Consensus 



841 

AAAACCGAAG 
AGAACCGAAG 
AAAACCGAAG 
AGAACCGAAG 
AGAACCGAAG 
AGAACCGAAG 
AAAACCGAAG 
AAA7WCCG7AG 
AAAACCGAAG 
AGAACCGAAG 
A-AACCGAAG 



TTAAAATCGG 
TTAATATCGG 
TTAAAATCGG 
TTAAAATCGG 
TTAAAATCGG 
TTAAAATCGG 
TTAAAATCGG 
TTAAAATCGG 
TTAAAATCGG 
TTAAAATCGG 
TTAAAATCGG 



TGCGAAGACT 
TGCGAAGACT 
TGCGAAGACT 
TGCGAAGACT 
TGCGAAGACT 
TGCGAAGACT 
TGCGAAGACT 
TGCGAAGACT 
TGCG7WUSACT 
TGCGAAGACT 
TGCGAAGACT 



TCTGTTATTA 
TCTGTTATTA 
TCTGTTATTA 
TCTGTTATTA 
TCTGTTATTA 
TCTGTTATTA 
TCTGTTATTA 
TCTGTTATTA 
TCTGTTATTA 
TCTGTTATCA 
TCTGTTAT-A 



AAGAAAAAGA 
AAGAAAAAGA 
AAGAAAAAGA 
AAGAAAA7VGA 
AAGAAAAAGA 
AAGAAAA7VGA 
AAGAAAAAGA 
AAGAAAAAGA 
AAGAAAAAGA 
AAGAAAAAGA 
AAGAAAAAGA 



C5 



CGGTAAGTTG 
CGGTAAGTTG 
CGGTATIGTTG 
CGGTAAGTTG 
CGGTAAGTTG 
CGGTAAGTTG 
CGGTAAGTTG 
CGGTAAGTTG 
CGGTAAGTTG 
CGGTAAGTTG 
CGGTAAGTTG 



910 

GTTACTGGTA 
GTTACTGGTA 
GTTACTGGTA 
GTTACTGGTA 
GTTACTGGTA 
GTTACTGGTA 
GTTACTGGTA 
GTTACTGGTA 
GTTACTGGTA 
GTTACTGGTA 
GTTACTGGTA 



FIG. 2b 



O 
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HIS 
B210 
. B2198 
' ' P20 
H38 
Z2491 
H41 



* EG32V 
Cons ensus 



911 

AAGGCAAAGA 
AAGGCAAAGG 
AAGGCAAAGA 
AAGGCAT^AGG 
AAGGCAAAGG 
AAGGCAAAGG 
AAGGCAAAGG 
EG3 2 9 AAGACAAAGG 
PMC 2 a AAGACAAAGG 
AAGACAAAGG 
AAG-CAAAG- 



CGAGAATGGT 
CGAGAATGGT 
CGAGAATGGT 
CGAGAATGGT 
CGAGAATGGT 
CGAGAATGGT 
CGAGAATGGT 
CGAGAATGGT 
CGAGAATGGT 
CGAGAATGAT 
CGAGAATG-T 



TCTTCTACAG 
TCTTCTACAG 
TCTTCTACAG 
TCTTCTACAG 
TCTTCTACAG 
TCTTCTACAG 
TCTTCTACAG 
TCTTCTACAG 
TCTTCTACAG 
TCTTCTACAG 
TCTTCTACAG 



ACGAAGGCGA 
ACGAAGGCGA 
ACG7VAGGCGA 
ACGAAGGCGA 
ACGAAGGCGA 

acgaaggcga. 
acga7vggcga 
acga;«;gcga 

ACGAAGGCGA 
ACAAAGGCGA 
AC-AAGGCGA 



C5 



AGGCTTAGTG 
AGGCTTAGTG 
AGGCTTAGTG 
AGGCTTAGTG 
AGGCTTAGTG 
AGGCTTAGTG 
AGGCTTAGTG 
AGGCTTAGTG 
AGGCTTAGTG 
AGGCTTAGTG 
AGGCTTAGTG 



ACTGCAAAAG 
ACTGCAAAAG 
ACTGCAAAAG 
ACTGCAAAAG 
ACTGCAAAAG 
ACTGCAAAAG 
ACTGCAAAAG 
ACTGCAAAAG 
ACTGCAAAAG 
ACTGCAAAAG 
ACTGCAAAAG 



980 

AAGTGATTGA 
AAGTGATTGA 
AAGTGATTGA 
AAGTGATTGA 
AAGTGATTGA 
AAGTGATTGA 
AAGTGATTGA 
AAGTGATTGA 
A-AGTGATTGA 
AAGTGATTGA 
AJ^.GTGATTGA 



HIS 
BZIO 

BZ198 
P20 
H38 

Z2491 

mi 

EG32 9 
PMC21 
EG327 
Consensus 



981 
TGCAGTAAAC 
TGCAGTT^AAC 
TGCAGTAAAC 
TGCAGTAAAC 
TGCAGTAAAC 
TGCAGTAAAC 
TGCAGTAAAC 
TGCAGTAAAC 
TGCAGTAAAC 
TGCAGTAAAC 
TGCAGTAAAC 



AAGGCTGGTT 
AAGGCTGGTT 
AAGGCTGGTT 
AAGGCTGGTT 
AAGGCTGGTT 
AAGGCTGGTT 
AAGGCTGGTT 
AAGGCTGGTT 
AAGGCTGGTT 
AAGGCTGGTT 
AAGGCTGGTT 



GGAGAATGAA 
GGAGAATGAA 
GGAGAATGAA 
GGAGAATGAA 
GGAGAATGAA 
GGAGAATGAA 
GGAGAATGAA 
GGAGAATGAA 
GGAGAATGAA 
GGAGAATGAA 
GGAGAATGAA 



AACAACAACC 
AACAACAACC 
AACAACAACC 
AACAACAACC 
AACAACAACC 
AACAACAACC 
AACAACAACC 
AACAACAACC 
AACAACAACC 
AACAACAACC 
AACAACAACC 



GCTAATGGTC 
GCTAATGGTC 
GCTAATGGTC 
GCTAATGGTC 
GCTAATGGTC 
GCTAATGGTC 
GCTAATGGTC 
GCTAATGGTC 
GCTAATGGTC 
GCTAATGGTC 
GCTAATGGTC 



AAACAGGTCA 
AAACAGGTCA 
AAACAGGTCA 
AAACAGGTCA 
AAACAGGTCA 
AAACAGGTCA 
AAACAGGTCA 
AAACAGGTCA 
7VAACAGGTCA 
AAACAGGTCA 
AAACAGGTCA 



C5 



1050 
AGCTGACAAG 
AGCTGACAAG 
AGCTGACAAG 
AGCTGACAAG 
AGCTGACAAG 
AGCTGACAAG 
AGCTGACAAG 
AGCTGACAAG 
AGCTGACAAG 
AGCTGACAAG 
AGCTGAC7UVG 



HIS 
B210 
BZ198 

P20 

H38 
Z2491 

H41 
EG329 
PMC 21 
EG327 
Cons ensus 



1051 

TTTGAAACCG 
TTTGAAACCG 
TTTGAAACCG 
TTTGAAACCG 
TTTGAAACCG 
TTTGAAACCG 
TTTGAAACCG 
TTTGAAACCG 
TTTGAAACCG 
TTTGAAACCG 
TTTGAAACCG 



TTACATCAGG 
TTACATCAGG 
TTACATCAGG 
TTACATCAGG 
TTACATCAGG 
TTACATCAGG 
TTACATCAGG 
TTACATCAGG 
TTACATCAGG 
TTACATCAGG 
TTACATCAGG 



CACAAAAGTA 
CACAAAAGTA 
CACAAATGTA 
CACAAAAGTA 
CACAAATGTA 
CACAAATGTA 
CACAAAAGTA 
CACAAATGTA 
CACAAATGTA 
CACAAATGTA 
CACAAA-GTA 



ACCTTTGCTA 
ACCTTTGCTA 
ACCTTTGCTA 
ACCTTTGCTA 
ACCTTTGCTA 
ACCTTTGCTA 
ACCTTTGCTA 
ACCTTTGCTA 
ACCTTTGCTA 
ACCTTTGCTA 
ACCTTTGCTA 



GTGGTAATGG 
GTGGTAATGG 
GTGGTAAAGG 
GTGGTAATGG 
GTGGTAAAGG 
GTGGTAAAGG 
GTGGTAATGG 
GTGGTAAAGG 
GTGGTAA7VGG 
GTGGTAT^GG 
GTGGTAA-GG 



TACAACTGCG 
TACAACTGCG 
TACAACTGCG 
TACAACTGCG 
TACAACTGCG 
TACAACTGCG 
TACAACTGCG 
TACAACTGCG 
TACAACTGCG 
TACAACTGCG 
TACAACTGCG 



C5 



1120 
ACTGTAAGTA 
ACTGTAAGTA 
ACTGTAAGTA 
ACTGTT^GTA 
ACTGTAAGTA 
ACTGTAAGTA 
ACTGTAAGTA 
ACTGTAAGTA 
ACTGTAAGTA 
ACTGTAAGTA 
ACTGTAAGTA 



HI 5 
BZIO 
BZ198 

P20 

H38 
Z2491 

H41 
EG329 
PMC21 
EG327 
Consensus 



1121 

AAGATGATCA 
AAGATGATCA 
AAGATGATCA 
AAGATGATCA 
AAGATGATCA 
AAGATGATCA 
AAGATGATCA 
AAGATGATCA 
AAGATGATCA 
AAGATGATCA 
AAGATGATCA 



AGGCAACATC 
AGGCAACATC 
AGGCAACATC 
AGGCAACATC 
AGGCAACATC 
AGGCAACATC 
AGGCAACATC 
AGGCAACATC 
AGGCAACATC 
AGGCAACATC 
AGGCAACATC 



ACTGTTAAGT 
ACTGTTAAGT 
ACTGTTAAGT 
ACTGTTAAGT 
ACTGTTAAGT 
ACTGTTATGT 
ACTGTTAAGT 
ACTGTTATGT 
ACTGTTATGT 
ACTGTTATGT 
ACTGTTA-GT 



ATGATGTAAA 
ATGATGTAAA 
ATGATGTAAA 
ATGATGTAAA 
ATGATGTAAA 
ATGATGTAAA 
ATGATGTAAA 
ATGATGTAAA 
ATGATGTAAA 
ATGATGTAAA 
ATGATGTAAA 
C5 



TGTCGGCGAT 
TGTCGGCGAT 
TGTCGGCGAT 
TGTCGGCGAT 
TGTCGGCGAT 
TGTCGGCGAT 
TGTCGGCGAT 
TGTCGGCGAT 
TGTCGGCGAT 
TGTCGGCGAT 
TGTCGGCGAT 



GCCCTAAACG 
GCCCTAAACG 
GCCCTAAACG 
GCCCTAAACG 
GCCCTAAACG 
GCCCTAAACG 
GCCCTAAACG 
GCCCTAAACG 
GCCCTAAACG 
GCCCTAAACG 
GCCCTAAACG 



1190 
TCAATCAGCT 
TCAATCAGCT 
TCAATCAGCT 
TCAATCAGCT 
TCAATCAGCT 
TCAATCAGCT 
TCAATCAGCT 
TCAATCAGCT 
TCAATCAGCT 
TCAATCAGCT 
TCAATCAGCT 



FIG. 2L 
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1191 

HIS GCAAAACAGC 
BZIO GCAAAACAGC 
GCAAAACAGC 
P20 GCAAAACAGC 
H38 GCAAAACAGC 
GCAAAACAGC 
GCAAAACAGC 
EG32 9 GCAAAACAGC 
PMC2 1 GCAAAACAGC 
EG3 2 7 GCAAAACAGC 
Consensus GCAAAACAGC 



BZ198 



22491 
H41 



GGTTGGAATT 
GGTTGGAATT 
GGTTGGAATT 
GGTTGGAATT 
GGTTGGAATT 
GGTTGGAATT 
GGTTGGAATT 
GGTTGGAATT 
GGTTGGAATT 
GGTTGGAATT 
GGTTGGAATT 



TGGATTCCAA 
TGGATTCCAA 
TGGATTCCAA 
TGGATTCCAA 
TGGATTCC7VA 
TGGATTCCAA 
TGGATTCCAA 
TGGATTCCAA 
TGGATTCCAA 
TGGATTCCAA 
TGGATTCCAA 



AGCGGTTGCA 
AGCGGTTGCA 
AGCGGTTGCA 
AGCGGTTGCA 
AGCGGTTGCA 
AGCGGTTGCA 
AGCGGTTGCA 
AGCGGTTGCA 
AGCGGTTGCA 
AGCGGTTGCA 
AGCGGTTGCA 



GGTTCTTCGG 
GGTTCTTCGG 
GGTTCTTCGG 
GGTTCTTCGG 
GGTTCTTCGG 
GGTTCTTCGG 
GGTTCTTCGG 
GGTTCTTCGG 
GGTTCTTCGG 
GGTTCTTCGG 
GGTTCTTCGG 



GCAAAGTCAT 
GCAAAGTCAT 
GCAAAGTCAT 
GCAAAGTCAT 
GCAAAGTCAT 
GCAAAGTCAT 
GCAAAGTCAT 
GCAAAGTCAT 
GCAAAGTCAT 
GC/yU^GTCAT 
GCAAAGTCAT 



C5 



1260 
CAGCGGCAAT 
CAGCGGCAAT 
CAGCGGCAAT 
CAGCGGCAAT 
CAGCGGCAAT 
CAGCGGCAAT 
CAGCGGCAAT 
CAGCGGCAAT 
CAGCGGCAAT 
CAGCGGCAAT 
CAGCGGCAAT 



H15 
BZlO' 
BZX98 

P20 

H38 
22491 

H41 
EG32.9 
PMC21 
EG327 
Cons ensus 



1261 

GTTTCGCCGA 
GTTTCGCCGA 
GTTTCGCCGA 
GTTTCGCCGA 
GTTTCGCCGA 
GTTTCGCCGA 
GTTTCGCCGA 
GTTTCGCCGA 
GTTTCGCCGA 
GTTTCGCCGA 
GTTTCGCCGA 



GCAAGGGAAA 
GCAAGGGAAA 
GCAAGGGAAA 
GCAAGGGAAA 
GCAAGGGAAA 
GCAAGGGAAA 
GCAAGGGAAA 
GCAAGGGAAA 
GCAAGGGAAA 
GCAAGGGAAA 
GCAAGGGAAA 



GATGGATGAA 
GATGGATGAA 
GATGGATGAA 
GATGGATGAA 
GATGGATGAA 
GATGGATGAA 
GATGGATGAA 
GATGGATGAA 
GATGGATQ?<A 
GATGGA^dAA 
GATGGATGAA 



ACCGTCAACA 
ACCGTCAACA 
ACCGTCAACA 
ACCGTCAACA 
ACCGTCAACA 
ACCGTCAACA 
ACCGTCAACA 
ACCGTq^CA 
ACCGTeftACA 
ACCGTCAACA 
ACCGTCAACA 



TTAATGCCGG 
TTAATGCCGG 
TTAATGCCGG 
TTAATGCCGG 
TTAATGCCGG 
TTAATGCCGG 
TTAATGCCGG 
TTAATGCCGG 
TTAATGCCGG 
TTAATGCCGG 
TTAATGCCGG 



C5 



CAACAACATC 
CAACAACATC 
CAACAACATC 
CAACAACATC 
CAACAACATC 
CAACAACATC 
CAACAACATC 
CAACAACATC 
CAACAACATC 
CAACAACATC 
CAACAACATC 



1330 
GAGATTACCC 
GAGATTACCC 
GAGATTACCC 
GAGATTACCC 
GAGATTACCC 
GAGATTAGCC 
GAGATTACCC 
GAGATTACCC 
GAGATTACCC 
GAGATTACCC 
GAGATTA-CC 



HIS 
BZIO 
BZ198 

P2 0 

H38 
22491 

H41 
EG329 
PMC21 
EG327 
Consensus 



1331 

GCAACGGCAA 
GCAACGGCAA 
GCAACGGTAA 
GCAACGGCAA 
GCAACGGTAA 
GCAACGGTAA 
GCAACGGCAA 
GCAACGGTAA 
GCAACGGTAA 
GCAACGGCAA 
GCAACGG-AA 



AAATATCGAC 
AAATATCGAC 
AAATATCGAC 
AAATATCGAC 
AAATATCGAC 
AAT^ATCGAC 
AAATATCGAC 
AAATATCGAC 
AAATATCGAC 
AAATATCGAC 
AAATATCGAC 



ATCGCCACTT 
ATCGCCACTT 
ATCGCCACTT 
ATCGCCACTT 
ATCGCCACTT 
ATCGCCACTT 
ATCGCCACTT 
ATCGCCACTT 
ATCGCCACTT 
ATCGCCACTT 
ATCGCCACTT 



CGATGACCCC 
CGATGACCCC 
CGATGGCGCC 
CGATGACCCC 
CGATGACCCC 
CGATGGCGCC 
CGATGACCCC 
CGATGACCCC 
CGATGACCCC 
CGATGACCCC 
CGATG-C-CC 



GCAATTTTCC 
GCAATTTTCC 
GCAGTTTTCC 
GCAATTTTCC 
GCAGTTTTCC 
GCAGTTTTCC 
GCAATTTTCC 
GCAGTTTTCC 
GCAGTTTTCC 
GCAATTTTCC 
GCA-TTTTCC 



AGCGTTTCGC 
AGCGTTTCGC 
AGCGTTTCGC 
AGCGTTTCGC 
AGCGTTTCGC 
AGCGTTTCGC 
AGCGTTTCGC 
AGCGTTTCGC 
AGCGTTTCGC 
AGCGTTTCGC 
AGCGTTTCGC 



1400 
TCGGCGCGGG 
TCGGCGCGGG 
TCGGTGCGGG 
TCGGCGCGGG 
TCGGCGCGGG 
TCGGCGCGGG 
TCGGCGCGGG 
TCGGCGCGGG 
TCGGCGCGGG 
TCGGCGCGGG 
TCGG-GCGGG 



C5 



HIS 
BZIO 
BZ198 

P20 

H38 
22491 

H41 
EG329 
PMC21 
EG327 
Consensus 



1401 

GGCGGATGCG 
GGCGGATGCG 
GGCGGATGCG 
GGCGGATGCG 
GGCGGATGCG 
GGCAGATGCG 
GGCGGATGCG 
GGCGGATGCG 
GGCGGATGCG 
GGCGGATGCG 
GGC-GATGCG 



CCCACTTTAA 
CCCACTTTAA 
CCCACTTTGA 
CCCACTTTAA 
CCCACTTTGA 
CCCACTTTAA 
CCCACTTTAA 
CCCACTTTGA 
CCCACTTTGA 
CCCACTTTAA 
CCCACTTT-A 



GCGTGGATGA 
GCGTGGATGA 
GCGTGGATGA 
GCGTGGATGA 
GCGTGGATGA 
GCGTGGATGA 
GCGTGGATGA 
GCGTGGAT. . 
GCGTGGAT. . 
GCGTGGATGA 
GCGTGGAT — 



CGAGGGCGCG 
CGAGGGCGCG 
CGAGGGCGCG 
CGAGGGCGCG 
CAAGGGCGCG 
CGAGGGCGCG 
CGAGGGCGCG 
.GGGGACGCA 
.GGGGACGCA 
CGAGGGCGCG 
GG-CGC- 



TTGAATGTCG 
TTGAATGTCG 
TTGAATGTCG 
TTGAATGTCG 
TTGAATGTCG 
TTGAATGTCG 
TTGAATGTCG 
TTGAATGTCG 
TTGAATGTCG 
TTGAATGTCG 
TTGAATGTCG 



GCAGCAAGGA 
GCAGCAAGGA 
GCAGCAAGGA 
GCAGCAAGGA 
GCAGCAAGGA 
GCAGCAAGGA 
GCAGCAAGGA 
GCAGCAAGAA 
GCAGCAAGAA 
GCAGCATKGGA 
GCAGCAAG-A 



1470 
TGCCAACAAA 
TGCCAACAAA 
TACCAACAAA 
TGCCAACAAA 
TGCCAACAAA 
TGCCAACAAA 
TGCCAACAAA 
GGACAACAAA 
GGACAACAAA 
TGCCAACAAA 
CAACAAA 



C5 



FIG. 2F 




f*: • " HIS CCCGTCCGCA TTACCAATGT CGCCCCGGGC GTTAAAGAGG GGGATGTTAC AAACGTCGCA CAACTTAAAG 

BZIO CCCGTCCGCA TTACCAATGT CGCCCCGGGC GTTAAAGAGG GGGATGTTAC AAACGTCGCA CA^lCTTAAAG 

; '-OC V ^ ^--^ ; s - ^2198 CCCGTCCGCA TTACCAATGT CGCCCCGGGC GTTAAAGAGG GGGATGTTAC AAACGTCGCA CAACTTAAAG 

MU U ' ^^^ ' P20 CCCGTCCGCA TTACCAATGT CGCCCCGGGC GTTAAAGAGG GGGATGTTAC AAACGTCGCA CAACTTAAAG 

H38 CCCGTCCGCA TTACCAATGT CGCCCCGGGC GTTAAAGAGG GGGATGTTAC AAACGTCGCA CAACTTAAAG 

Z2491 CCCGTCCGCA TTACCAATGT CGCCCCGGGC GTTAAAGAGG GGGATGTTAC AAACGTCGCA CAACTTAAAG 

H41 CCCGTCCGCA TTACCAATGT CGCCCCGGGC GTTAAAGAGG GGGATGTTAC TVT^CGTCGCG CAACTTAAAG 

EG329 CCCGTCCGCA TTACCAATGT CGCCCCGGGC GTTAAAGAGG GGGATGTTAC AAACGTCGCA CAACTTAAAG 

PMC21 CCCGTCCGCA TTAJCCAATGT CGCCCCGGGC GTTAAAGAGG GGGATGTTAC AAACGTCGCA CAACTTAAAG 

EG327 CCCGTCCGCA TTACCAATGT CGCCCCGGGC GTTAAAGAGG GGGATGTTAC AAACGTCGCA CA^VCTTAAAG 

Consensus CCCGTCCGCA TTACCAATGT CGCCCCGGGC GTTAAAGAGG GGGATGTTAC AAACGTCGC- CAACTTAAAG 

C5 . 



HIS GTGTGGCGCA AAACTTGAAC AACCGCATCG ACAATGTGGA CGGCAACGCG CGCGCGGGTA TCGCCCAAGC 

BZIO GTGTGGCGCA AAACTTGAAC AACCGCATCG ACAATGTGGA CGGCAACGCG CGCGCGGGTA TCGCCCAAGC 

BZ198 GCGTGGCGCA AAACTTGAAC AACCGCATCG ACAATGTGGA CGGCAACGCG CGTGCGGGCA TCGCCCAAGC 

P20 GTGTGGCGCA AAACTTGAAC AACCGCATCG ACAATGTGAA CGGCAACGCG CGCGCGGGTA TCGCCCAAGC 

H38 GCGTGGCGCA AAACTTGAAC AACCGCATCG ACAATGTGGA CGGCAACGCG CGTGCGGGCA TCGCCCAAGC 

Z2491 GCGTGGCGCA AAACTTGAAC AACCGCATCG ACAATGTGGA CGGCAACGCG CGTGCGGGCA TCGCCCAAGC 

H41 GTGTGGCGCA AAACTTGAAC AACCGCATCG ACAATGTGAA CGGCAACGCG CGTGCGGGCA TCGCCCAAGC 

EG329 GCGTGGCGCA ATVACTTGAAC AACCGCATCG ACAATGTGGA CGGCAACGCG CGTGCGGGCA TCGCCCAAGC 

PMG21 GCGTGGCGCA AAACTTGAAC AACCGCATCG ACAATGTGGA CGGCAACGCG CGTGCGGGCA TCGCCCAAGC 

EG327 GCGTGGCGCA AAACTTGAAC AACCACATCG ACAATGTGGA CGGCAACGCG CGTGCGGGCA TCGCCCAAGC 

Consensus G-GTGGCG CA AAACTTGTVAG AACC-CATCG ACAATGTG-A CGGCAACGCG CG-GCGGG-A TCGCCCAAGC 

C5 



HIS GATTGCAACC GCAGGTTTGG CTCAGGCGTA TTTGCCCGGC AAGAGTATGA TGGCGATCGG CGGCGGTACT 

BZIO GATTGCAACC GCAGGTTTGG CTCAGGCCTA TTTGCCCGGC AAGAGTATGA TGGCGATCGG CGGCGGTACT 

BZ198 GATTGCAACC GCAGGTCTAG TTCAGGCGTA TCTGCCCGGC AAGAGTATGA TGGCGATCGG CGGCGACACT 

P20 GATTGCAACC GCAGGTTTGG CTCAGGCCTA TTTGCCCGGC AAGAGTATGA TGGCGATCGG CGGCGGTACT 

H38 GATTGCAACC GCAGGTCTGG TTCAGGCGTA TCTGCCCGGC AAGAGTATGA TGGCGATCGG CGGCGGCACT 

Z2491 GATTGCAACC GCAGGTCTGG TTCAGGCGTA TCTGCCCGGC AAGAGTATGA TGGCGATCGG CGGCGGCACT 

H41 GATTGCAACC GCAGGTCTGG TTCAGGCGTA TCTGCCCGGC AAGAGTATGA TGGCGATCGG CGGCGGCACT 

EG329 GATTGCAACC GCAGGTCTGG TTCAGGCGTA TTTGCCCGGC AAGAGTATGA TGGCGATCGG CGGCGGCACT 

PMC21 GATTGCAACC GCAGGTCTGG TTCAGGCGTA TTTGCCCGGC AAGAGTATGA TGGCGATCGG CGGCGGCACT 

EG327 GATTGCAACC GCAGGTCTGG TTCAGGCGTA TCTGCCCGGC AAGAGTATGA TGGCGATCGG CGGCGGCACT 

Consensus GATTGCAACC GCAGG T-T-G -TCAGGC-TA T-TGCCCGGC AAGAGTATGA TGGCGATCGG CGGCG — ACT 

C5 



FIG. 2Q 



on 



13/31 



UUUUUUUUU 



u o o 




u 

E-* 
O 

EHRUHUUUOUU I 

O O O O O I 
O O O O O I 
u u o u o ul 

3 y @ S 3 o 

U O O U U I 

u o u o u u 

H H H H H 
E_ Eh E-i H H 
Ff E-t e-t tH 

^^^^ 

U O O U U U LO 
E-» E-« E-t t^ E-i O 

E-» ^ E-i Eh 

uuuuuuoouuu 
uooouououuu 

^f2^^E:!^£-*E-'t^EHE-« 

d g 5 6 £5 g 6 g 6 g r 

UUOUOUtHOUE-' I 
E-^e-rt^E-^E-tE^t^E-It^E^t^ 

00000000000 
00000000000 

UUOUUUOUOUUI 

8888888888 81 

^^^g^ ^^^^^ 1 



1-1 o 
00 H 



p p o o o 

8 8 8 

_ _ o o o 

U U U L> tJ 
O O Eh C5 O 

u o u o u 

H EH Eh 
EH Eh F« Eh 




00000 

8 8 8 8 8 
0000^ 

u u u u 

O O O 
U U U O U 
Eh Eh Eh Eh E-» 

ri; < < < S 

E^ Eh Eh Eh EhI 



EHEHEHEHFHHtHHFHpi-I 
00000000000 
00000000000 



Eh Eh EH Eh Eh 

O O rt! O O 

Eh H Eh H Eh 

H EH Eh EH Eh 



Eh Eh 
O O 

66 

Eh Eh 
H EH 



^ ^ 
000 

666 

EH H Eh 
Eh Eh EH 



ppppooooooo 
ooOldOoCSooOo 



U O U 

^ ^ ^ 
000 

^ ^ ^ 

U U O 

8 8 8 8 

u u u 



o u 

Eh Eh 

O O 

Eh Eh 

U O 

O 

u u 



u u 

o o 

EH H 

U U 

. , . . 

8 8 8 8 8 8 

u u o o 



o o 

o o 

EH Eh 

U U 



u u 

Eh : 

o o 

Eh Eh 



u o 

Eh Eh 

Eh eh 

^* y 

O i< 

H Eh 



U U 
tH Eh 



tH ^ 



EH 

O 
O 

O 
O 

U U 

Eh Eh 



O O 

EH Eh 

EH Eh 

U U 

O O 

Eh Eh 



U O U O 

EH EH Eh Eh 

ir* t-* tr^ 

U O U U 
000 

H Eh Eh Eh 



ppoppoooooo 
oC5ooC5ooC5ooo 



u u 

H Eh 



u u o u O 

Eh tH Eh Eh Eh 



^ ^ ^ ^ ^ ^ ^ 
^ ^ ^ ^ ^ ^ ^ 

f=t, fi:, < < < < 

U O U U U U U 
OEhOEhHUU^ 

ppoppopoooo 

C50000000000 

88888888888 

ooouuuuuoou 




0000000 
u o u u u o u 

Eh Eh Eh EH H Eh Eh 
^^^^^^^ 

8888088 
0000000 

o o u u u u u 



0000 
u o u u 

Eh Eh Eh Eh 

^^^^ 

8 8 8 8 
0000 

u u u u 



uuouuououou 

EhEhEhEhEhEhEhEhEhEhEh 
EhHEhEhEhHEhEhEhEhEh 

8888888888 

OOOOOOOoOOw 
t-H-OOUUUUOUUUO 

^^6666666666 

rHOOOOOOOOOO 



LO 



LOOOOOOOi-HrHCrVrHr~- 
i-Hf-HCr>CMrOCr»-^CMCMCM 

CQ rsi CM O S O 



LOOOOOOOi-HrHCr^rHr- 
t— It— IO%fMrOO\^CM<MCM 

KisJi-tOirc^Xnon 
pcj tsi csi O S O 



FIG. 2H 

I 



4 



24/31 



H41 MNKIYRIIWK- SALNAWVAV5; 

PMC21 MNKIYRIIWN SALNAWWVS 

H41Studel MNKIYRIIWN SALNAWVAVS 

PMC21Bgldel MNKIYRIIWK SALNAWVWS 

PMC21C1C5 MNKIYRIIWN SALNAWVWS 



DLTRNHTKRA SATVNTAVLA TLLFATVOAS 

ELTRNHTKRA SATVKTAVLA TLLFATVQAN 

ELTRNHTKRA SATVKTAVLA TLLFATVQAS 

ELTRNHTKRA SATVKTAVLA TLLFATVQAS 
CI 



H41 ATDED..EEH: ELESVQRS . V VGSIQASMEG SVELET...I SLSMTNDSKE 
PMC21 ANNEEQEEYL YLHPVQRTVA VLIVNSDKEG AGEKEKVEEN SDWA VYFNEK 

H41Studel ATDE 

PMC21Bgldel ANNE 

PMC21C1C5 AN 

VI 



101 150 
H41 FVDPYIWTL KAGDNLKIKO N . TNENTNAS SFTYSLKKDL TGLINVETEK 

PMC21 GVLTAREITL KAGDNLKIKO NGTN FTYSLKKDL TDLTSVGTEK 

H41Studel TGLINVETEK 

PMC21Bgldel TDLTSVGTEK 

PMC21C1C5 : 

VI C2 V2 C3 



151 200 
H41 LSFGANGKK\^ NIISDTKGLN FAKETAGTNG DTTVHLNGIG STLTDMLLNT 
PMC21 LSFSAHGNKV NITSDTKGLN FAKETAGTNG DTTVHLNGIG STLTDTLLNT 
H41Studel LSFGANGKK\^ NIISDTKGLN FAKETAGTNG DTTVHLNGIG STLTDMLLNT 
PMC21Bgldel LSFSANGNPCV NITSDTKGLN FAKETAGTNG DTTVHLNGIG STLTDTLLNT 

PMC21C1C5 '. 

C3 V3 



201 250 

H41 GATTNVTNDN VTDDEKKRAA SVKDVLNAGW NIKGVKPGTT ASDNVDFVRT 

PMC21 GATTNVTNDN VTDDEKKRAA SVKDVLNAGW NIKGVKPGTT ASDNVDFVRT 

H41Studel GATTNVTNDN VTDDEKKRAA SVKDVLNAGW NIKGVKPGTT ASDNVDFVRT 

PMC21Bgldel GATTNVTNDN VTDDEKKRAA SVKDVLNAGW NIKGVKPGTT ASDNVDFVRT 

PMC21C1C5 NVDFVRT 

V3 C4 V4 C5 

251 300 

H41 YDTVEFLSAD TKTTTVNVES KDNGKKTEVK IGAKTSVIKE KDGKLVTGKG 

PMC21 YDTVEFLSAD TKTTTVNVES KDNGKKTEVK IGAKTSVIKE KDGKLVTGKD 

H41Studel YDTVEFLSAD TKTTTVNVES KDNGKKTEVK IGAKTSVIKE KDGKLVTGKG 

PMC21Bgldel YDTVEFLSAD TKTTTVNVES KDNGKKTEVK IGAKTSVIKE KDGKLVTGKD 

PMC21C1C5 YDTVEFLSAD TKTTTVNVES KDNGKKTEVK IGAKTSVIKE KDGKLVTGKD 

C5 



301 350 

H41 KGENGSSTDE GEGLVTAKEV XDAVNKAGWR MKTTTANGOT GOADKFETVT 

PMC21 KGENGSSTDZ GEGLVTAKEV IDAVNKAGWR MKTTTANGOT GOADKFETVT 

H41Studel KGENGSSTCE GEGLVTAKEV IDAVNKAGWR MKTTTANGQT GQADKFETVT 

PMC21Bgldel KGENGSSTDE GEGLVTAKEV IDAVNKAGWR MKTTTANGQT GQADKFETVT 

PMC21C1C5 KGENGSSTDE GEGLVTAKEV IDAVNKAGWR MKTTTANGQT GQADKFETVT 

C5 



351 400 
H41 SGTKVTFAS3 NGTTATVSKD DOGNITVKYD VNVGDALNVN OLQNSGWNLD 
PMC21 SGTNVTFASG KGTTATVSKD DOGNITVMYD VNVGDALNVN OLONSGWNLD 
H41Studel SGTKVTFASG NGTTATVSKD DQGNITVKYD VNVGDALNVN QLQNSGWNLD 
PMC21Bgldel SGTNVTFASG KGTTATVSKD DQGNITVMYD VNVGDALNVN QLQNSGWNLD 
PMC21C1C5 SGTNVTFAS3 KGTTATVSKD DQGNITVMYD VNVGDALNVN QLQNSGWNLD 

C5 



FIG. 10A 
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I'll 



401 

H41 SKAVAGSSGK VISGNVSPSK GKMDETVNTN 
PMC21 SKAVAGSSGK VISGNVSPSK 
H41Studel SKAVAGSSGK VISGNVSPSK 
PMC21Bgldel SKAVAGSSGK VISGNVSPSK 
PMC21C1C5 SKAVAGSSGK VISGNVSPSK 



GKMDETVNIN 
GKMDETVNIN 
GKMDETVNIN 
GKMDETVNIN 
C5 



450 

AGNNIEITRN GKNIDTAT.qM 
AGNNIEITRN GKNIDIAT.qM 
AGNNIEITRN GKNIDIATSM 
AGNNIEITRN GKNIDIATSM 
AGNNIEITRN GKNIDIATSM 



451 

H41 TPOFSSVSLG AGADAPTLSV DDEGALNVGS KDANKPVRTT 

PMC21 TPOFSSVSLG AGADAPTLSV DG.DALNVGS KKDNKPVRIT 

H41Studel TPOFSSVSLG AGADAPTLSV DDEGALNVGS KDANKPVRIT 

PMC21Bgldel TPOFSSVSLG AGADAPTLSV DG.DALNVGS KKDNKPVRIT 

PMC21C1C5 TPOFSSVSLG AGADAPTLSV DG.DALNVGS KKDNKPVRIT 

C5 



500 

NVAPGVKEGD 
NVAPGVKEGD 



NVAPGVKEGD 
NVAPGVKEGD 
NVAPGVKEGD 



501 550 
H41 VTNVAOLKGV AONLNNRIDN VNGNARA6IA OAIATAGLVO AYLPGKSMMA 
PMC21 VTNVAOLKGV AONLNNRIDN VDGNARAGIA OAIATAGLVO AYLPGKSMMA 
H41Studel VTNVAOLKGV AQNLNNRIDN VNGNARAGIA OAIATAGLVQ AYLPGKSMMA 
PMC21Bgldel VTNVAQLKGV AQNLNNRIDN VDGNARAGIA QAIATAGLVQ AYLPGKSMMA 
PMC21C1C5 VTNVAQLKGV AQNLNNRIDN VDGNARAGIA QAIATAGLVQ AYLPGKSMMA 

C5 



551 600 
H41 IGGGTYLGEA GYAIGYSSIS AGGNWIIKGT ASGNSRGHFG ASASVGYOW . 
PMC21 IGGGTYRGEA GYAIGYSSIS DGGNWIIKGT ASGNSRGHFG ASASVGYOW . 
H41Studel IGGGTYLGEA GYAIGYSSIS AGGNWIIKGT ASGNSRGHFG ASASVGYQW. 
PMC21Bgldel IGGGTYRGEA GYAIGYSSIS DGGNWIIKGT ASGNSRGHFG ASASVGYQW. 
PMC21C1C5 IGGGTYRGEA GYAIGYSSIS DGGNWIIKGT ASGNSRGHFG ASASVGYQW. 

C5 



FIG. 10b 



